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The Goal of the project is to provide a framework to facilitate tracking and updating of collaborated model building and curation.

“Payao” system aims to enable a community to work on the same models concurrently, insert tags to the specific parts of the model, exchange
comments, search for the relevant publication using text mining technology PathTEXT (http://pathtext.org), record the discussions , and export
or update the models. “Payao” reads the models in SBML (Systems Biology Markup Language (http:/sbml.org)) format, displays them with CellDesigner
(http://celldesigner.org), a process diagram editor, adopting SBGN (Systems Biology Graphical Notation (http://sbgn.org)), and provides an interface for

\adding tags and comments to the models for the community members. /
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2) Register a Model to PAYAO.
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- Search for publications in a specified time period - Develop this system to be a platform for community model building platform
- Search for publications by selecting nodes in the diagram that accommodate both computational and experimental data.
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