
CellDesigner is available at http://www.celldesigner.org/
The Systems Biology Institute:   http://www.systems-biology.org

produced by                CellDesigner ver2.0 + Adobe Illustrator

Molecular Interaction Map of Macrophage
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Ver.2.0 update
Toll-like Receptor (TLR) pathways added to Macrophage Map Version 1.0 (Oda, et al., AfCS Report...)
Toll-like receptors (TLRs) signalings via myeloid differentiation primary response gene 88 (MyD88) -dependent and MyD88-independent pathways are added. 

As input signals, we selected triacyl lipopeptide for TLR1/TLR2 complex, double-stranded RNA (ddRNA) for TLR3, flagellin for TLR5, lipoprotein for TLR2/TLR6 complex, 

single-stranded RNA (ssRNA) for TLR7, nonmethylated CpG DNA for TLR9. 


